SEQUENCE LISTING 

.0> Beaulieu, Carole 
Agbessi, Sonya 
Beausejour, Julie 

<120> GELDANAMYCIN- PRODUCING STRAINS, USES THEREOF AND METHODS OF 
PRODUCING SAME . 

<130> 10857J369 

<140> US 10/728,876 
<141> 2003-12-08 

<160> 7 

<170> Patentln version 3.2 

<210> 1 

<211> 2700 

<212> DNA 

<213> Artificial 

<220> 

<223> probe 
<400> 1 



ggtctcgagg 


gcccggccgt 


gaccatcgac 


accgcctgct 


cgtcgtcgct 


ggtggcgctg 


■ 60 


caccttgccg 


cgcaggcgct 


gcggcagggt 


gaatgctcgc 


tggcgctggc 


gggcggggtg 


120 


gccgtgatgt 


ccacccccgg 


caccttcgtg 


gagttcagcc 


gtcagcgggg 


tcttgcgccg 


180 


gacggccggt 


gcaaggcgtt 


cgcggcggca 


gcggacggta 


cgggctgggg 


cgagggtgtg 


240 


ggcatgctgc 


tgctggagcg 


gctgtcggac 


gcgcggcgca 


acggacacca 


gatcctcgcg 


300 


gtggtacgcg 


gctccgccgt 


caaccaggac 


ggtgcgagca 


acgggctcac 


cgcggcccaa 


360 


tggccctcgc 


aacagcgggt 


gatccgggcg 


gcgctggcca 


acgcgcggct 


gtcggcggcc 


420 


gaggtggacg 


tggtcgaggc 


gcatggtacg 


ggtaccacgc 


tgggcgaccc 


gatcgaggcg 


480 


caggcgcttc 


ttgccacgta 


cggccgtgaa 


cacaccgacg 


accagcccct 


gtggctcggc 


540 


tcgatcaagt 


ccaacatcgg 


gcacacccag 


gccgcggccg 


gtgtcgcggg 


cattatgaag 


600 


atggtgcttg 


ccatgcggca 


tggtctgttg 


ccgcagacgc 


tgggcgtcga 


cgaaccgtcg 


660 


ccgcacatcg 


actggacggc 


gggagcctcg 


aagctgctca 


ccgaggccag 


ggcctggccc 


720 


gagaccgacc 


gcccacggcg 


ggcgggcgtc 


tcgtccttcg 


gcctcagcgg 


caccaacggc 


780 


cacatcattc 


tcgaacagga 


gccgccgacc 


gaggccgacg 


aggaaacctc 


ccaggaggac 


840 


gcgcaacttc 


ctcccgccgt 


cgtgccatgg 


gtgctgtcgg 


cgaagtccga 


tgccggtgtg 


900 



cgggggcagg 


ccgcgcgact 


gcagtcggcg 


gtggccgggg 


ataccagccc 


ggggatgacg 


960 


gacatcggtc 


tgtcgctggt 


caccacgcgt 


gcggcgttcg 


agcggcgggc 


ggtggtactg 


1020 


ggtggtgacc 


gtgccgcgct 


cgtcagtggc 


ctgaccgcgc 


tgaccgaggg 


ccgggaggcg 


1080 


acgcgcgtgg 


tgcggggggc 


cgtggtcggc 


tccgatgccc 


gagtggcctt 


tgtctttcct 


1140 


ggtcgagggg 


tcgcagtggg 


tggggatggc 


-ggctgggttg 


ctggagtctt 


cgccggtgtt 


1200 


cgcggagcga 


ttggtgagtg 


tgcggcggct 


tcggcgccgt 


tcgtcgactg 


gtcgctcggg 


1260 


gatgtgttgc 


ggggtgggaa 


gggtgctgcg 


gaggcgttgg 


agcgggtgga 


tgtggtgcag 


1320 


ccggtgttgt 


gggcggtgat 


ggtgtcgttg 


gcggagctgt 


ggcgttcgta 


cggtgtggag 


1380 


cctgcggccg 


ttatcggtca 


ttcgcagggt 


gagatcgcgg 


cggcgtgtgt 


ggcgggtgcg 


1440 


ttgtcgctgg 


aggacgccgc 


gcgcgtggtg 


gcgttgcgaa 


gccaagcact 


gcgggcgttg 


1500 


tccggcggtg 


gtggcatggt 


gtcggtatca 


ctgcccgtga 


aggcggtacg 


agagcggctg 


1560 


gtccggtggg 


gtgagcggct 


gtcggtggca 


gcggtgaacg 


ggccctcggc 


ggttgttgtc 


1620 


tcgggtgacg 


cggacgcgtt 


ggacgagctg 


ctggcggtgt 


gcgagggcga 


ggagatccgg 


1680 


gcccgtcgca 


tccccgtgga 


ctacgcctcg 


cactgcgccc 


atgtggagga 


aatcgaggag 


1740 


acgttgttgc 


gggagctggc 


ggatatcgct 


ccccgggcgt 


cgtcggtgcc 


gttctactcc 


1800 


agggtcacgg 


caggcgtgct 


cgatacgacc 


ggactggacg 


ccgggtactg 


gtaccggaat 


1860 


ctgcgtcaga 


cggtccgctt 


cgatgagacc 


gtacgcaccc 


tcctggccga 


cggcttccag 


1920 


gtgttcatcg 


aggccagcgc 


ccaccccgtc 


ctgacgatgg 


gagtggagca 


gacggccgag 


1980 


gaccacggca 


cccgcgtcac 


cgccgtcggt 


tccctgcgcc 


gcgacgatgg 


cggtcccgac 


2040 


cggttcgcca 


cctccctcgc 


cgaggcgtat 


gtcggcggcg 


cgcccgtcga 


ctgggcgagg 


2100 


atgttcgccg 


gaacgggcgc 


ggagcgggcc 


gatctgccga 


cgtatgcctt 


ccagcgcacg 


2160 


cacttctggc 


tggagtccga 


gacggtcgag 


gccggtgatg 


tgccgtcggt 


ggggctggac 


2220 


tcggccgggc 


atccgttgct 


gggtgccgcc 


gtgccgctgc 


ccgactccga 


cggcttcctg 


2280 


ctcaccggcc 


ggctgtcgct 


ccgtacccat 


ccctgggtcg 


ccgaccacgc 


ggtggcggat 


2340 


gtaacgctgc 


tgcccgggac 


ggccttcgtg 


gagctgctga 


tgcgggccgg 


tgacgcggtc 


2400 


ggctgcgacc 


gggtggacga 


actgaccctg 


ggagcaccgc 


ttgtgctgcc 


cgagcagggc 


2460 


acggtccggc 


tgcaggtcgc 


cgtcggcggc 


cccgacgagg 


cggggcggcg 


ctcggtcggt 


2520 


gtgtacgcgc 


agacggagga 


cggcccctgg 


acgcagcacg 


cgaccggtgt 


gctcggcggc 


2580 


ggtgtgctcg 


gcggcggeag 


cagctcggcc 


gatcgcgtca 


ctgagacgga 


ggcatggcca 


2640 



ccgactggtg cggaggccgt tgatgtcgcc gggctctacg agaggttcgc ccggaccgga 2700 



<210> 2 

<211> 1114 

<212> DNA 

<213> Artificial 

<220> 

<223> probe 



<220> 

<221> mi sc_f eature 

<222> (29) . . (29) 

<223> n is a, c, g, or t 

<220> 

<221> misc_f eature 

<222> (393) . . (393) 

<223> n is a, c, g, or t 

<220> 

<221> misc_feature 

<222> (422) . . (422) 

<223> n is a, c, g, or t 

<220> 

<221> misc_f eature 

<222> (439) . . (439) 

<223> n is a, c, g, or t 

<220> 

<221> misc_feature 

<222> (447) . . (447) 

<223> n is a, c, g, or t 

<220> 

<221> misc_feature 

<222> (519) . . (519) 

<223> n is a, c, g, or t 

<220> 

<221> misc_f eature 

<222> (525) . . (525) 

<223> nis a, c, g, or t 

<220> 

<221> misc_f eature 

<222> (611) . . (611) 

<223> n is a, c, g> or t 

<400> 2 

tacccgggtg gcgctggcct tcgtcagtng ctatctcttc gggcgcggcc acagggggac 60 
cttggtcctc ggcctcgcgg tctcgccgcg ggcaagcggc tctccggtat cagcccaccg 120 



ggcgcccagg 


cactgaagtc 


ctccgagctc 


ggcaagctgg 


gecaggagat 


cggcagccgg 


180 


ctggtctccg 


cgggtcggga 


ggcggccatg 


tcggcggcca 


gtagcegcat 


cgacggcctg 


240 


agcgacccgc 


tggagcaccg 


cgccacggcg 


ctgcgcaccg 


gcggcgcggg 


gggeggggag 


300 


ccggagscgg 


ggaggacgag 


gagccggacg 


agcaggagga 


gcgcgagcca 


cgcgagccca 


360 


ccggcaagca 


gcagcrcaag 


ccggccgacc 


gtneggegea 


ggccaggaag 


eggaeggyte 


420 


cnaagggctc 


gcgcgacgna 


gccagangtg 


agggecatgg 


ctgaggaaac 


ccccaagggg 


480 


cgggccsgtg 


ggcgcsgcgc 


ctgcccaccg 


accacctgnc 


gaagnaagca 


cagggcctgc 


540 


tgatggcgct 


ggscgaaaag 


gctctggaat 


cggtcaccca 


cctggggggc 


aaccccggga 


600 


cgggcgcgct 


naagggcgga 


ctggaccagg 


tcaagggcaa 


ggtegtcgae 


aeggecaagg 


660 


agcagatcaa 


ggagaaggtc 


aaggaccagg 


tcaaggaaaa 


ggtegtcgae 


aaggecaaga 


720 


gcttcatccc 


gggcctcggc 


ggtggcggcg 


acggtggcgg 


caagggegge 


aagaagctca 


780 


aggtcaccaa 


catcgtggag 


cagatcgacg 


tgggcgcgcc 


cctctccctc 


acctacaacc 


840 


tctggacgga 


gtgggagaac 


ttcccctcgt 


acatgaagaa 


ggtcgaggac 


gtccagaacc 


900 


agggcgagga 


ggagggtgag 


gacgaggacg 


gghcegggae 


ggaatccgag 


tggaaggece 


960 


aggtcttctg 


gtcgcaccgc 


aagtggcagg 


cagaggtcgt 


cgagcaggtg 


cccgaacaag 


1020 


scggatcatc 


tggagcgtct 


vcgggccgad 


caagggmcca 


tgtscgacrg 


vacgatcacc 


1080 


ttccatgagc 


tggcccccga 


get cacccgg 


at cc 






1114 


<210> 3 
<211> 1326 
<212> DNA 
<213> Artificial 












<220> 

<223> probe 












<220> 

<221> misc feature 
<222> (924) . . (924) 
<223> n is a, c, g, or t 










<400> 3 
gcatgcgsgc 


gggcggcgaa 


ssgcgttcgt 


eggtcaeggg 


ggcgtaggcg 


taggcccsgc 


60 


cacgcggggt 


gcgggtgagc 


aactgettgg 


tgtgcatacg 


ggtgaggatc 


gtcaccacgc 


120 


tgttgtaggc 


cagttcgccg 


ccgaggcgtt 


cggtgacctc 


ccggggggtc 


agcgcgccgt 


180 



cggcccgctg cagcagttcg aggatctcgg cctcgcgggc accgttgggc cgcttgggcc 24 0 

cgtgtcctgg cgtgcggatg cccatgcggt tggcctccct catctcatca cccbacactc 300 

gtgtaggact cctacaccgg tgtaaaagct gttgtctccc aagtgtgcca tgcacgcgtg 360 

cctgggcaga actctgcctt gggcgggcac ggscggaaag gaccctgcgg tgcctttggc 420 

cctcaacccg ctggatgccg ccgaactgct gacagcgttc ggcacggcgg gtgtcttcgt 480 

ggtgctgttc gccgagaccg gacttctgat cggcttcttc ctgcccggtg actccctgtt 540 

ggtcaccgcc ggcctkctgt gtacggcctc gggcaggggc gtccacctgt cggtgcccgg 600 

tgtgccggtc cgtacccgcg gccggcacct gatcgacggt gttaggcgtg cggaggagct 660 

tctyggccgv tacgaccgct accggttcct ctgttcgcgc tgatcgacgc gtytycccgc 720 

tgccgctcgc cctgggagcg ctcaggtccc gccgggcccg caccgccgsg gagccgaccg 780 

tggggagcgc caagtgaaga caccttcccc tgatccacaa cgtgtacgcg atcggcggva 840 

cgatccgcac caagctaaat ctcgccgccg ggctcgccga ccggcacrag gtgacgaycg 900 

tatcgatgct ccgccaccgc accnacccgc gattccgtca tcgatccacg ggtgacggtc 960 

gtgcccctgg ttgacataca cgcggacgcc gccgaccccc tgctgcatca gccggccgag 1020 

gtcttcccca ccgccgagaa gcggtacagg cagtacagcc gcctcaccga ccagsgggcg 1080 

cgcgagtacc tgcggaagct gcgacgcgga cgtgatcatc ggcacgcggc cgggcatcaa 1140 

tgtgtacctg gccccttcgc accgccccgg gcactgcgca tcgcccagga acacctcacc 1200 

cacgasacgc acaccaagag ctgcgcgccc agctcgsssg ccagtaccgc gacctggatg 1260 

ccgtggtcac cacgaccgaa gccgacgcgg ccgtctaccg ggcgagatgc ggctgccggg 1320 

cggggg 1326 

<210> 4 
<211> 354 
<212> PRT 

<213> Streptomyces hygroscopicus 
<400> 4 

Met Thr Thr Ser Thr Ser Ser Pro Ala Ala Ser Ser Ala Ser Pro Ala 



Arg Gin Val Val Val Gly Leu Ala Glu Arg Ser Tyr Thr Val His He 
20 25 30 

Gly His Gly Val Gin Arg Leu Leu Pro Gin Val Val Ala Ala Leu Gly 



35 



40 



45 



Ala Arg Arg Ala Val Val Val Thr Ala Arg Pro Ala Glu Gin Thr Pro 
50 55 60 



Asp Pro Gly Val Pro Ser Leu Val Val Pro Ala Arg Asp Gly Glu Ala 
65 "* 70 75 80 



Ala Lys Asp Leu Ala Ala Val Thr Asp Leu Cys Arg Arg Phe Val Gly 
85 90 95 



Phe Gly Leu Thr Arg Ser Asp Val Val Val Ser Cys Gly Gly Gly Thr 
100 105 110 



Thr Thr Asp Thr Val Gly Leu Ala Ala Ala Leu Tyr His Arg Gly Thr 
115 120 125 



Pro Val Val His Val Pro Thr Ser Leu Leu Ala Gin Val Asp Ala Ser 
130 . 135 140 



Val Gly Gly Lys Thr Ala Val Asn Leu Pro Glu Gly Lys Asn Leu Val 
145 "* 150 155 160 



Gly Ala Tyr Trp Gin Pro Ala Ala Val Leu Cys Asp Leu Glu His Leu 
165 17 0 17 5 



Lys Thr Leu Pro Glu Arg Glu Trp Arg Asn Gly Leu Gly Glu lie Ala 
180 185 190 



Arg Cys His Phe lie Gly Ala Pro Asp Leu Asp Gly Leu Pro Leu Leu 
195 200 205 



Asp Gin lie Ser Ala Ser Val Thr Leu Lys Ala Gly lie Val Ala Ala 
210 215 220 



Asp Glu Arg Asp Ser Gly Leu Arg His Leu Leu Asn Tyr Gly His Thr 
225 230 235 240 



Leu Gly His Ala Leu Glu Arg Ala Thr Gly Phe Ala Leu Arg His Gly 
245 250 255 



Glu Gly Val Ala lie Gly Thr Val Phe Ala Gly Arg Leu Ala Gly Ala 
260 265 270 



Leu Gly Arg lie Gly Pro Glu Arg Val Ala Glu His His Asp Val Val 
275 280 285 



Ala Arg Tyr Gly Leu Pro Thr Ala Leu Pro Pro His Val Ser Val Ser 
290 295 . 300 

Glu Leu Val Glu Leu Met Arg Leu Asp Lys Lys Ala Thr Asp Gly Leu 
305 310 315 320 

Thr Phe Val Leu Asp Ser Pro Ala Gly Pro Gly Leu Val Arg Gly lie 
325 330 335 

Ala Glu Asp Thr Val Gly Ala Thr Leu Ala Ala Met Pro Arg Ala Pro . 
340 345 350 

Ala Trp 



<210> 5 
<211> 1064 
<212> DNA 

<213> Streptomyces hygroscopicus 
<400> 5 

caccatgcgg gcgcgcgggg catcgccgcg agggtggcgc cgacggtgtc ctcggcgatc 60 

ccgcgcacca gtccgggccc cgcggggcta tccaggacga acgtcagccc gtcggtggcc 120 

ttcttgtcca ggcgcatcag ctccaccagc tcggacacgg agacatgcgg gggcagcgcg 180 

gtcggcaggc cgtagcgggc gaccacgtca tgatgctcgg ccacgcgctc cgggccgatg 240 

cgccccagcg cgccggcgag ccggccggcg aaaaccgtgc cgatggccac tccctccccg 300 

tgccgcagcg cgaacccggt ggcacgttcc agcgcatgcc ccaacgtgtg tccgtagttg 360 

aggaggtggc gcaggcccga gtcgcgctcg tccgcggcga cgatgcccgc cttgagcgtc 4 20 

acactggccg agatctggtc gagcagcggc agcccgtcga gatcgggcgc gccgatgaag 480 

tggcagcggg cgatctcacc gaggccgttg cgccattccc gttcgggcag ggtcttcaga 540 

tgttcgaggt cgcagagcac ggccgcgggc tgccagtagg cgccgaccag attcttgccc 600 

tcgggcagat tcaccgcggt cttcccgccg acgctcgcgt ccacctgggc gagcagcgag 660 

gtcggcacgt gtacgaccgg ggtgccccgg tggtagaggg cggcggccag gcccaccgtg 720 

tcggtcgtgg tgccgccgcc acaggacacc accacatccg agcgggtcag tccgaatccg 780 



acgaaccggc ggcacagatc ggtcacggcg gccaggtcct tggccgcctc cccgtcgcgg 840 

gcgggtacga cgagcgaggg cactcctggg tcgggggtct gctcggcggg ccgcgcggtg 900 

accaccaccg ccctgcgcgc gcccagggcg gccaccacct gtgggagcag ccgctgcaca 960 

ccgtgtccga tgtgcacggt gtaggagcgt tcggccagcc cgacgacgac ctgtcgggcg 1020 

ggggaagcgg aactggcggc cggactggaa gtcgacgtgg tcaa 1064 

<210> 6 

<211> 300 

<212> PRT 

<213> Streptomyces hygroscopicus 

<400> 6 

Met Asp Lys Arg Thr Met Gly Arg His Arg Arg lie Thr Gin Pro Pro 
1 5 10 15 

Arg Thr Thr Leu Ala Thr Arg Ala Val Leu Ala Ala Gly Val Leu Val 
20 25 30 

Pro Thr lie Ala Ser Ala Gly Ser Ala His Ala Ala Thr Pro Gin Ala 
35 40 ' 45 

Ala lie Cys Thr Ser Asp Arg Pro Glu Leu Ala Asp Lys Leu Ser Glu 
50 55 60 

Asp lie Asn Ser Ala Leu Glu Gly Ser Ala Ala Thr Thr Ala lie Ser 
65 70 75 80 

Leu His Asp Arg Thr Thr Asn Thr Thr Cys Thr Leu Asp Ala Asp Arg 
85 90 95 

His Phe Asp Ser Ala Ser Thr Val Lys Val Thr Val Leu Ser Thr Leu 
100 105 110 

Leu Trp Asp Ala Gin Lys Asp Asn Arg Ala Leu Thr Gin Glu Glu Lys 
115 * 120 125 

Asp His Ala Thr Ala Met lie Thr Glu Ser Asp Asn Asp Ala Thr Thr 
130 135 140 



Ala Leu Trp Lys Gin Leu Gly Ala Asp Lys lie Asn Gly Phe Leu Gin 
145 150 155 160 



Ala Ala Gly Met Thr Asn Thr Thr Leu Asp Ser Glu Gly His Trp Gly 
165* 170 175 



Leu Thr Gin lie Thr Ala Asn Asp Glu Glu Lys Leu Leu Gin Leu Val 
180 185 190 



Thr His Thr Asn Pro Val Leu Ser Asp Asp Ser Arg Ala Tyr lie Leu 
195 200 205 



Lys Leu Thr Ala Glu Val lie Pro Ser Gin Arg Trp Gly Thr Pro Ala 
210 215 220 



Gly Ala Pro Ser Asp Ala Gin Val His Val Lys Asn Gly Trp Leu Glu 
225 230 235 240 



Arg Ala Thr Asn Gly Trp Arg Val His Ser Leu Gly Ala Phe Thr Gly 
245 250 255 



Gly Asp His Asp Tyr Thr lie Thr Val Leu Ser Gin Asp Asn Ala Thr 
260 265 270 



Met Asp Asp Gly lie Ala Asn lie Glu Gly lie Ala Arg Ala Val His 
275 280 285 



Glu Asn Leu Asn Ala Pro Val Ser Ser Ala Gin Ser 
290 295 300 



<210> 7 

<211> 903 

<212> DNA 

<213> Streptomyces hygroscopicus 

<400> 7 



ttacgactga 


gcgctggaca 


cgggcgcgtt 


gaggttctcg 


tggaccgcgc 


gggcgatgcc 


60 


ctcgatgttg 


gcgatgccgt 


cgtccatcgt 


ggcgttgtcc 


tgcgagagca 


ccgtgatcgt 


120 


gtagtcgtgg 


tcgccgccgg 


tgaaggcgcc 


gaggctgtgc 


acccgccagc 


cgttcgtggc 


180 


ccgctccagc 


cagccgttct 


tcacatgcac 


ctgggcgtcg 


ctcggcgcgc 


cggccggggt 


240 


gccccagcgc 


tgcgagggga 


tgacctcggc 


cgtcagcttc 


aggatgtagg 


cgcgggagtc 


300 


atcgctgagc 


accgggttgg 


tgtgggtcac 


cagttggagg 


agcttttcct 


catcgttcgc 


360 


ggtgatctgg 


gtgagccccc 


agtggccctc 


gctgtcgagg 


gtggtgttgg 


tcattcccgc 


420 



ggcctgcagg aacccgttga tcttgtccgc cccgagctgc ttccacagcg cggtggtggc 4 80. 

gtcgttgtcg gactctgtga tcatggcggt ggcatggtcc ttctcctcct gtgtcagggc 540 

gcgattgtcc ttctgcgcgt cccacagcag ggtgctgagc acggtcacct tgaccgtgct 600 

cgcggagtcg aagtgccggt ccgcatccag agtgcaggtg gtgttcgtgg tgcggtcgtg 660 

gaggctgatc gccgtggtgg cggcggagcc ctccagcgcc gaattgatgt cctcggagag 720 

cttgtcggcg agttccggcc ggtccgaggt gcagatcgcc gcctgcgggg tggccgcgtg 780 

agccgacccc gccgaggcga tcgtcggcac gagcaccccg gcggccagca ccgctcttgt 840 

cgccagggtg gtacggggag gctgggttat tcgtcggtgt cgacccatgg tgcgcttgtc 900 

cat 903 



